ISMB 2001
>Saccharomyces cerevisiae chr V  CGTCTCCTCCAAGCCCTGTTGTCTCTTACCC  GGATGTTCAACCAAAAGCTACTTACTACCTT  TATTTTATGTTTACTTTTTATAGATTGTCTT  TTTATCCTACTCTTTCCCACTTGTCTCTCGC  TACTGCCGTGCAACAAACACTAAATCAAAAC  AGTGAAATACTACTACATCAAAACGCATATT  CCCTAGAAAAAAAAATTTCTTACAATATACT  ATACTACACAATACATAATCACTGACTTTCG  TAACAACAATTTCCTTCACTCTCCAACTTCT  CTGCTCGAATCTCTACATAGTAATATTATAT  CAAATCTACCGTCTGGAACATCATCGCTATC  CAGCTCTTTGTGAACCGCTACCATCAGCATG  TACAGTGGTACCTTCGTGTTATCTGCAGCGA  GAACTTCAACGTTTGCCAAATCAAGCCAATG  TGGTAACAACCACACCTCCGAAATCTGCTCC for
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for experiment e 1 to E 5: 
 Computing GMEP's  Statistical Significance  Biological Relevance  Find Transcription Factor Binding Sites GMEP Approach ISMB 2001 -Chiang D.Y., et al. Z score Statistical Significance: Z-scores ( ) ) ) ( ( SD E m GMEP GMEP m GMEP m GMEP j j j j ) ( ) ( ) ( − = Z ( ) m N ó ì Z j j j j m GMEP m GMEP − = ) ( ) (  Correct

Cross-Validation of Binding Sites
GGCTCCGATAAGCTTTTGC---GLT1 CCGAGGCTATTCGAAAACG
AGATAAGATAACAAATCAT---GAT1
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